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<160> 35 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 2200 
<212> DNA 

<213> Brassica napus 



<400> 1 

gtcgaggcag 

cttttcgata 

ctaaaggttg 

ttctctgaaa 

tcaatttgga 

aatggatctc 

tatacacttt 

tggagagaca 

ctgtgtagca 

ttctcaagtt 

ttaagaatca 

gactggatta 

aacgggagct 

atcaaaaagt 

tctcagcagt 

aaagaagatt 

tcgaggaact 

attttcccct 

tttttgtacc 

atggcagcaa 

gatgaaactc 

ttctttagct 

gagagctttt 

catcaatatg 

gttagaaagc 

gtaaaaccag 

tgtacgagta 

agcccttcaa 

ctttagatat 

aagccacacc 

gttgccacct 

ggtaatgact 

gtttttacct 

cacatcacat 

agcttctctc 

aatctccatt 

catcactaca 



tcactaacat 
ctctaattga 
ctggctgttt 
gtgcttcttt 
agatgatgaa 
agtctataac 
gatagttcct 
aggctgcgcc 
tcagcagcta 
tatgagttgt 
atctgatttg 
tggaacaatg 
ctttagttgt 
cttcattgac 
catacaaagt 
ttcatgtaac 
ctggcttctc 
gatagtctaa 
caagcgatgg 
ctgcggatca 
aagagactct 
ttgaacacag 
ggttgaattt 
ctatggcagg 
cgaagacaat 
acgcagtctc 
acaaaagaga 
gtgtgtgctt 
gtttctgttt 
aaaccaaaat 
tctgtgccaa 
tgtggactat 
tcttttttga 
attagcatgc 
tcacagcaca 
ctcacctata 
aaacatacac 



gaagtttgac 
gccgtgcgct 
tcttgttcat 
tggcatatgt 
cagccgaaga 
ggtcgtcgtc 
cactaactgt 
agcatataca 
atctctgggc 
caccggtctt 
tagtaaacta 
ggaaaagaac 
tatgtcaaaa 
ttatttatat 
gagtgactca 
ctccatgaca 
tgatcaggta 
tatgataaac 
gatacatagg 
agcagctttc 
ccgcaccacc 
atttggatct 
tttttttttc 
acagtgtgct 
tggagcgagc 
tttggttgaa 
agatgcaatt 
ttatcttatt 
ctttctcagt 
attcaaatct 
ttgtgctgaa 
gttctgaatt 
aaaatatcgt 
agatgcggac 
cacacatatg 
aattagaggc 
aaatggcgaa 



gaggagccca 
ctatctagac 
atgattaact 
aggttgggca 
agaaaataag 
ccatgaaaca 
gtaatctttt 
gaagggaaat 
tctcatcatg 
cctacacaag 
agaagaactt 
tactatataa 
ggttagtgtt 
acttgttgtg 
tttccattca 
actgctggta 
ggtttttgtc 
tctgcgttgt 

a 99t999 a 9 a 
atattaagca 
gcctttccaa 
ttttgttttg 
aggacaaatg 
gatgatacac 
ctcagggtcg 
tgtgatgaaa 
gagtagtaga 
gatatcatcc 
gtctgaatat 
tatattttta 
tctatcacac 
ctcattaagt 
tcataagatg 
gatttgtcac 
catgcaatat 
tcggcttcac 
caagctcttc 



actatgggaa 
caattagaat 
tctaaacttg 
aaaacgagga 
aataggcagt 
gaggtaacac 
ggtagatatc 
gaagatggcc 
gatgctggaa 
gtaataatca 
accttatgat 
gctccatagc 
tagtgaataa 
aattggtagg 
agtggataaa 
atcgttgggg 
tcttattgtc 
gaaaggtggt 
atgggtatag 
taccaaagcg 
gtactcatgt 
tttccatata 
ggcgaagaat 
acttaagcat 
tcataatacc 
gggatgtgtc 
aagatttgag 
atttgcgttg 
ctgataagtg 
ataatgtcga 
taaaaaaaac 
ttttattttt 
tcacgccagg 
tcacttcaaa 
ttacacgtga 
tttttactca 



gcttatttct 
tgatggagct 
tgtataaata 
agattgcttc 
cctgctactc 
attttttgca 
actacaatgt 
ttttgattag 
ctggattcac 
gttgaagcaa 
ttccccgcag 
gggttcagat 
taaacttatt 
aactacttat 
taagaaatgg 
tgtggtaatg 
tggtgttttt 
ggagcttgac 
aataacatca 
taagatggtg 
caaggttggt 
cataggacct 
ctgtacattg 
catgtgttgt 
aatcaaagac 
ttggtatgta 
agctttttaa 
tttaatgcgt 
caatgtgaga 
atcactcgga 
atttcttcaa 
tgaagtttaa 
acatgagcta 
cacctaaaag 
tcgccatgca 
aaccaaaact 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2200 



<210> 2 
<211> 4324 
<212> DNA 

<213> Brassica rapa 
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<220> 
<221> CDS 

<222> (2152) . . (2703) 
<220> 

<221> modif ied_base 
<222> (3635) 

<223> a, c, t, g, other or unknown 
<220> 

<221> modif ied_base 
<222> (3716) 

<22 3> a, c, t, g, other or unknown 
<220> 

<221> modif ied_base 

<222> (3719) . . (3720) 

<223> a, c, t, g, other or unknown 

<220> 

<221> modif ied_base 
<222> (3803) 

<223> a, c, t, g, other or unknown 



<400> 2 
ctcgaggcag 


tcactaacat 


gaagtttgac 


gaggagccca 


actatgggaa 


gcttatttct 


60 


cttttcgata 


ctctaattga 


gccgtgcgct 


ctatctagac 


caattagaat 


tgatggagct 


120 


ctaaaggttg 


ctggctgttt 


tcttgttcat 


atgattaact 


tctaaacttg 


tgtataaata 


180 


ttctctgaaa 


gtgcttcttt 


tggcatatgt 


aggttgggca 


aaaacgagga 


agattgcttc 


240 


tcaatttgga 


agaggatgaa 


cagccgaaga 


agaaaataag 


aataggcagt 


cctgctactc 


300 


aatggatctc 


agtctataac 


ggtcgtcgtc 


ccatgaaaca 


gaggtaaaac 


attttttgca 


360 


tatacacttt 


gaaagttcct 


cactaactgt 


gtaatctttt 


ggtagatatc 


actacaatgt 


420 


cggagagaca 


aggctgcgcc 


agcatataca 


aaagggaaat 


gaagatggcc 


ttttgattag 


480 


ctgtgtagca 


tcagcagcta 


atctctgggc 


tctcatcatg 


gatgctggaa 


ctggattcac 


540 


ttctcaagtt 


tatgagttgt 


caccggtctt 


cctacacaag 


gtaataatca 


gttgaagcaa 


600 


ttaagaatca 


atttgatttg 


tagtaaacta 


agaagaactt 


accttatgtt 


ttccccgcag 


660 


gactggatta 


tggaacaatg 


ggaaaagaac 


tactatataa 


gctccatagc 


tggttcagat 


720 


aacgggagct 


ctttagttgt 


tatgtcaaaa 


ggttagtgtt 


tagtgaataa 


taaacttata 


780 


ccacaaagtc 


ttcattgact 


tatttatata 


cttgttgtga 


attgctagga 


actacttatt 


840 


ctcagcagtc 


atacaaagtg 


agtgactcat 


ttccgttcaa 


gtggataaat 


aagaaatgga 


900 


aagaagattt 


tcatgtaacc 


tccatgacaa 


ctgctggtaa 


tcgttggggt 


gtggtaatgt 


960 
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cgaggaactc 


4— 4^ 4^ ^ /~i 4™ 

uggct.cct.cc 


ga c c agg c ag 


gcccccgccc 


cccaccgccc 


ggcgccccca 


xuz u 


ttttcccctg 


atagtctaat 


acgacaaacc 


ccgcgccgcg 


aaaggcggcg 


gagctcgacc 


1 Aon 


*- 4-4—4— n 4- —\ ft f t~i 

ttttgtaccc 


aagcgatggg 


atacatagga 


ggcgggagaa 


tgggtataga 


acaacatcaa 


114 U 


tggcagcaac 


tgcggatcaa 


gcagctttca 


tattaagcat 


accaaagcgt 


aagatggtgg 


t o n f\ 


atgaaactca 


agagactctc 


cgcaccaccg 


cctttccaag 


4— _ _ 4— _ _ 4— i_ _ 

tactcatgcc 


_ _ „„t- 4- _^_4_ 4- 

aaggccggct 


1260 


tctttagctt 


tgaacacaga 


L 4_ 4_ ^ J_ _ 4_ 1_ 

tttggatctt 


tttgttttgt 


ttccatatac 


ttaggacctg 


1320 


agagcttttg 


gttgattttt 


ttttcaggac 


aaatgggcga 


agaatctgta 


cattgcatca 


1380 


atatgctatg 


gcaggacagt 


gtgctgatac 


acacttaagc 


atcatgtgga 


aagccaaaga 


144 0 


caattggagc 


gagactcagg 


gtcgtcataa 


taccaatcaa 


agacgtaaaa 


ccagacgcaa 


1500 


cctctttggt 


tgaatgtaat 


gaaagggatg 


4- ^v4— .n 4— 4- — - — - 1— — 

tgtcttggta 


4— «4— n 4— n4- -« —j~ 

cgcatgcacg 


aataacaaaa 


1560 


gagaagatgg 


n 4— 4— n 4— f*m 4— 

aattagtagt 


agaaatattt 


gggagctttt 


taagcccttc 


aagcgcgccc 


lbzU 


tttatcttat 


tgatatcatc 


« 4— 4— 4- .™ — —i 4_ 4— 

catttgcgtt 


»4- 4- 4- >•* m 4- M — —r 

gtttaatgcg 


4- « 4- »■ 4— — * — — 4— -» 

tctctagata 


4_ ^_4_ 4— ~ — , 4- — 4_ — 

tgcccccaca 


1680 


4__4_i_4__i_— _ ^_ 

ccccccccag 


tgtctgataa 


gcgaaatgtg 


agaaaaccat 


accaaaccaa 


aacacccaaa 


1 /4 (J 


4— «.4— 4— n 4— .4-4^4— 4— 

tcttattttt 


n n 4— 4— — - ^ 4_ 

aataatgttg 


aatcactcgg 


agttgccacc 


ttctgtgcca 


actgtgctga 




atctatcaca 


ctagaaaaaa 


ama4-4— 4- 4— 4- « 

acatttcttc 


aaggtaatga 


a 4- 4- 4— — _ — _ _ _ i_ 

cccgcggacc 


atgttctgaa 


1860 


ttctcattaa 


gtttttattt 


tctgaagttt 


aagtttttac 


cttccgtctc 


gaaatatatc 


192 0 


gttcataaga 


tgtcacgcca 


ggacatgagc 


tacacatcgc 


acatagcatg 


cagatcagga 


1980 


cgatttgtca 


ctcacttcaa 


acacctaaga 


gcttctctct 


cacagcgcac 


acacatatgc 


2040 


atgcaatatt 


tacacgtgat 


cgccatgcaa 


atctccattc 


tcacctataa 


attagagcct 


2100 


cggcttcact 


ctttactcaa 


accaaaactc 


atcactacag 


aacatacaca 


a atg gcg 


2157 



Met Ala 
1 



aac aag etc ttc etc gtc teg gca act etc gee ttg ttc ttc ctt etc 2205 
Asn Lys Leu Phe Leu Val Ser Ala Thr Leu Ala Leu Phe Phe Leu Leu 
5 10 15 

ace aat gee tec gtc tac agg acg gtt gtg gaa gtc gac gaa gat gat 2253 
Thr Asn Ala Ser Val Tyr Arg Thr Val Val Glu Val Asp Glu Asp Asp 
20 25 30 

gec aca aat cca gee ggc cca ttt agg att cca aaa tgt agg aag gag 2301 
Ala Thr Asn Pro Ala Gly Pro Phe Arg lie Pro Lys Cys Arg Lys Glu 
35 40 45 50 

ttt cag caa gca caa cac ctg aaa get tgc caa caa tgg etc cac aag 2349 
Phe Gin Gin Ala Gin His Leu Lys Ala Cys Gin Gin Trp Leu His Lys 
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55 60 65 

cag gca atg cag tec ggt agt ggt cca age tgg acc etc gat ggt gag 23 97 
Gin Ala Met Gin Ser Gly Ser Gly Pro Ser Trp Thr Leu Asp Gly Glu 
70 75 80 

ttt gat ttt gaa gac gac gtg gag aac caa caa cag ggc ccg cag cag 2445 
Phe Asp Phe Glu Asp Asp Val Glu Asn Gin Gin Gin Gly Pro Gin Gin 
85 90 95 

agg cca ccg ctg etc cag cag tgc tgc aac gag etc cac cag gaa gag 24 93 
Arg Pro Pro Leu Leu Gin Gin Cys Cys Asn Glu Leu His Gin Glu Glu 
100 105 110 

cca ctt tgc gtt tgc cca acc ttg aaa gga gca tec aaa gee gtt aaa 2541 
Pro Leu Cys Val Cys Pro Thr Leu Lys Gly Ala Ser Lys Ala Val Lys 
115 120 125 130 

caa cag att cga caa caa cag gga caa caa atg cag gga cag cag atg 2589 
Gin Gin He Arg Gin Gin Gin Gly Gin Gin Met Gin Gly Gin Gin Met 
135 140 145 

cag caa gtg att age cgt ate tac cag acc get acg cac tta cct aga 2637 
Gin Gin Val He Ser Arg He Tyr Gin Thr Ala Thr His Leu Pro Arg 
150 155 160 

get tgc aac ate agg caa gtt age att tgc ccc ttc cag aag acc atg 2685 
Ala Cys Asn He Arg Gin Val Ser He Cys Pro Phe Gin Lys Thr Met 
165 170 175 

cct ggg ccc ggc ttc tac tagattccaa acgaatatcc tcgagagtgt 2 733 

Pro Gly Pro Gly Phe Tyr 
180 

gtataccacg gtgatatgag tgtggttgtt gatgtatgtt aacactacat agtcatggtg 2793 
tgtgttccat aaataatgta ctaatgtaat aagaactact cegtagaegg taataaaaga 2853 
gaagtttttt tttttactct tgetacttte ctataaagtg atgattaaca acagatacac 2 913 
caaaaagaaa acaattaatc tatattcaca atgaagcagt actagtctat tgaacatgtc 2 973 
agattttctt tttctaaatg tctaattaag ccttcaaggc tagtgatgat aaaagatcat 3033 
ccaatgggat ccaacaaaga ctcaaatctg gttttgatca gatacttcaa aactattttt 3093 
gtattcatta aattatgcaa gtgttctttt atttggtgaa gactctttag aagcaaagaa 3153 
cgacaagcag taataaaaaa aacaaagttc agttttaaga tttgttattg acttattgtc 3213 
atttgaaaaa tatagtatga tattaatata gttttattta tataatgett gtctattcaa 3273 
gatttgagaa cattaatatg atactgtcca catatccaat atattaagtt tcatttctgt 3333 
tcaaacatat gataagatgg tcaaatgatt atgagttttg ttatttacct gaagaaaaga 3393 
taagtgagct tcgagtttct gaagggtacg tgatcttcat ttcttggcta aaagegaata 3453 
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tgacatcacc 


tagagaaagc 


cgataatagt 


aaactctgtt 


,-,4-4- ,-->-« 4-4-4-4-4- 

Cutggtctct: 


ggtttaatca 


"3 C 1 -3 
JJl J 


aaccgaaccg 


gtagctgagt 


gtcaagtcag 


caaacatcgc 


aaaccatatg 


4_ _ _ 4_ 4_ _ 4- 4— 

tcaattcgtt 


"5 C *7 


agattcccgg 


4_ 4_ 4_ -~ 4- 4- 4- 

tttaagttgt 


aaaccggtat 


t tcatxtggn 


gaaaacccta 


gaagccagcc 


"5 ^ *i *3 
JO j j 


anccttttta 


atctaatttt 


tgcaaacgag 


aagtcaccac 


acctctccac 


taaaaccctg 


3693 


aaccttactg 


agagaagcag 


agncannaaa 


gaacaaataa 


aacccgaaga 


tgagaccacc 


3753 


acgtgcggcg 


ggacgttcag 


gggacgggga 


ggaagagaat 


grcggcggmn 


tttggtggcg 


3813 


gcggcggacg 


ttttggtggc 


ggcggtggac 


gttttggtgg 


cggcggtgga 


cctttggtgg 


3873 


tggatatcgt 


gacgaaggac 


ctcccagtga 


agtcattggt 


tcgtttactc 


A— A— J— A— — _ A- A— _ A— 

ttttcttagt 


3933 


cgaatcttat 


tcttgctctg 


ctcgttgttt 


taccgataaa 


gcttaagact 


ttattgataa 


3993 


agttctcagc 


tttgaatgtg 


aatgaactgt 


ttcctgctta 


ttagtgttcc 


A— A. i. - A— A— A— X_ — _ _ 

tttgttttga 


4053 


gttgaatcac 


tgtcttagca 


cttttgttag 


attcatcttt 


gtgtttaagt 


taaaaggtag 


4113 


aaactttgtg 


acttgtctcc 


gttatgacaa 


ggttaacttt 


gttggttata 


acagaagttg 


4173 


cgacctttct 


ccatgcttgt 


9 a 999tgatg 


ctgtggacca 


agctctctca 


ggcgaagatc 


4233 


ccttacttca 


atgccccaat 


ctacttggaa 


aacaagacac 


agattgggaa 


agttgatgag 


4293 


atccaagctt 


gggctgcagg 


tcgacgaatt 


c 






4324 



<210> 3 
<211> 184 
<212> PRT 

<213> Brassica rapa 
<400> 3 

Met Ala Asn Lys Leu Phe Leu Val Ser Ala Thr Leu Ala Leu Phe Phe 
15 10 15 

Leu Leu Thr Asn Ala Ser Val Tyr Arg Thr Val Val Glu Val Asp Glu 
20 25 30 

Asp Asp Ala Thr Asn Pro Ala Gly Pro Phe Arg lie Pro Lys Cys Arg 
35 40 45 

Lys Glu Phe Gin Gin Ala Gin His Leu Lys Ala Cys Gin Gin Trp Leu 
50 55 60 

His Lys Gin Ala Met Gin Ser Gly Ser Gly Pro Ser Trp Thr Leu Asp 
65 70 75 80 

Gly Glu Phe Asp Phe Glu Asp Asp Val Glu Asn Gin Gin Gin Gly Pro 
85 90 95 

Gin Gin Arg Pro Pro Leu Leu Gin Gin Cys Cys Asn Glu Leu His Gin 
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100 105 110 

Glu Glu Pro Leu Cys Val Cys Pro Thr Leu Lys Gly Ala Ser Lys Ala 
115 120 125 

Val Lys Gin Gin He Arg Gin Gin Gin Gly Gin Gin Met Gin Gly Gin 
130 135 140 

Gin Met Gin Gin Val He Ser Arg He Tyr Gin Thr Ala Thr His Leu 
145 150 155 160 

Pro Arg Ala Cys Asn He Arg Gin Val Ser He Cys Pro Phe Gin Lys 
165 170 175 

Thr Met Pro Gly Pro Gly Phe Tyr 
180 



<210> 4 
<211> 2154 
<212> DNA 

<213> Brassica campestris 

<220> 
<221> CDS 

<222> (1108) . . (1155) 

<220> 
<221> CDS 

<222> (1462) . . (1569) 

<220> 
<221> CDS 

<222> (1647) . . (1769) 

<220> 
<221> CDS 

<222> (1855) . . (1977) 
<400> 4 

aagagtatgt ctactactac tactctataa tcaagtttca agaagctgag cttggctctc 60 
actttatatg tttgatgttg ttgtgcaggt atggtaaatc atggaaagag ataaagaatg 12 0 
caaaccctga agtattggca gagaggactg aggtgagaga gcatgtcact tttgtgttac 180 
tcatctgaat tatcttatat gcgaattgta agtggtacta aaaggtttgt aacttttggt 240 
a 99tggattt gaaggataaa tggaggaact tgcttcggta gcggtaacaa gttttatatt 300 
gctatgaagt ttttttgcct gcgtgacgta tcagcagctg tggagaagat ggtattagaa 360 
agggtctttt cacattttgt gttgtgacaa atattaattc ggccggtatg gtttggttaa 420 
gacttgttga gagacgtgtg gggttttttg atgtataatt agtctgtgtt tagaacgaaa 4 80 
caagacttgt tgcgtatgct ttttttaact tgagggggtt tgttgttgtt agttaggaac 54 0 
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ttgactttgt ctctttctct caagatctga ttggtaaggt ctgggtggta gtactgtttg 600 

gtttaatttg ttttgactat tgagtcactg tggcccattg actttaaatt aggctggtat 660 

attttttggt ttaaaaccgg tctgagatag tgcaatttcg attcagtcaa ttttaaattc 720 

ttcaaggtaa tgggctgaat acttgtatag ttttaagact taacaggcct taaaaggccc 7 80 

atgttatcat aaaacgtcat tgtttagagt gcaccaagct tataaaatgt agccaggcct 840 

taaaagactt aacaggcctt aaaagactta acattcctta aaaggcccat gttatcataa 900 

aacgtcattg tttagagtgc accaagctaa atgtagccag gccttaaaag acttaacagg 960 

ccttaaaagg cccatgttat cataaaacgc cgtcgttttg agtgcaccaa gcttataaat 1020 

gtagccagct acctcgggac atcacgctct ttgtacactc cgccatctct ctctctctcg 1080 

agcagatctc tctcgggaat atcgaca atg teg acc act ttc tgc tct tec gtc 1134 

Met Ser Thr Thr Phe Cys Ser Ser Val 
1 5 

tec atg caa gee act tct ctg gtaatctcat ctccttcttg tgttcccaga 1185 
Ser Met Gin Ala Thr Ser Leu 
10 15 

tegctctgat catactttct tttagatcat ttgcctctga tctgttgctt gatgtttgtt 1245 

aactctccac gcatgtttga ttatgttgag aattagaaaa aaaatgttag ctttacgaat 1305 

ctttagtgat catttcaatt ggatttgcaa tcttgtgtga catttgaggc ttgtgtagat 1365 

ttcgatctgt attcattttg aatcacagct ataatagtca tttgagtagt agtgttttta 1425 

aatgaacatg ttttgttgta ttgatggaac aaacag gca gca aca acg agg att 1479 

Ala Ala Thr Thr Arg lie 
20 

agt ttc cag aag cca get ttg gtt tea acg act aat etc tec ttc aac 1527 
Ser Phe Gin Lys Pro Ala Leu Val Ser Thr Thr Asn Leu Ser Phe Asn 
25 30 35 

etc cgc cgt tea ate ccc act cgt ttc tea ate tec tgc gcg 1569 
Leu Arg Arg Ser lie Pro Thr Arg Phe Ser lie Ser Cys Ala 
40 45 50 

gtatgttctc attctcagca tttatttcga gettgettgt catggtactc tctctaattg 1629 

tctatttggt ttattag gee aaa cca gag acg gtt gag aaa gtg tct aag 1679 

Ala Lys Pro Glu Thr Val Glu Lys Val Ser Lys 
55 60 

ata gtt aag aag cag eta tea etc aaa gac gac caa aag gtc gtt gcg 1727 
lie Val Lys Lys Gin Leu Ser Leu Lys Asp Asp Gin Lys Val Val Ala 
65 70 75 
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gag acc aag ttt get gat ctt gga gca gat tct etc gac act 1769 
Glu Thr Lys Phe Ala Asp Leu Gly Ala Asp Ser Leu Asp Thr 
80 85 90 

gtaagtcatc aatcattctc ttatgtgaat aaagagaact tgaagagttt gtttttaaca 1829 

tattaactga gtgttttgca tgcag gtt gag ata gtg atg ggt tta gag gaa 1881 

Val Glu He Val Met Gly Leu Glu Glu 
95 100 

gag ttt gat ate gaa atg get gaa gag aaa get cag aag att get act 1929 
Glu Phe Asp He Glu Met Ala Glu Glu Lys Ala Gin Lys He Ala Thr 
105 110 115 

gtg gag gaa get get gaa etc att gaa gag etc gtt caa ctt aag aag 1977 
Val Glu Glu Ala Ala Glu Leu He Glu Glu Leu Val Gin Leu Lys Lys 
120 125 130 

taattttagt attaagagca gecaaggett tgttgggttt gttgttttca taatcttcct 2037 

gtcattttct ttttctttaa tgtgtcaagc gactctgttg gtttaaagta gtatctgttt 2 097 

gecatggate tctctctatt tgtcgactga aaacttttgg tttacacatg aaagctt 2154 



<210> 5 
<211> 134 
<212> PRT 

<213> Brassica campestris 
<400> 5 

Met Ser Thr Thr Phe Cys Ser Ser Val Ser Met Gin Ala Thr Ser Leu 
15 10 15 

Ala Ala Thr Thr Arg He Ser Phe Gin Lys Pro Ala Leu Val Ser Thr 
20 25 30 

Thr Asn Leu Ser Phe Asn Leu Arg Arg Ser He Pro Thr Arg Phe Ser 
35 40 45 

He Ser Cys Ala Ala Lys Pro Glu Thr Val Glu Lys Val Ser Lys He 
50 55 60 

Val Lys Lys Gin Leu Ser Leu Lys Asp Asp Gin Lys Val Val Ala Glu 
65 70 75 80 

Thr Lys Phe Ala Asp Leu Gly Ala Asp Ser Leu Asp Thr Val Glu He 
85 90 ^ 95 

Val Met Gly Leu Glu Glu Glu Phe Asp He Glu Met Ala Glu Glu Lys 
100 105 110 

Ala Gin Lys He Ala Thr Val Glu Glu Ala Ala Glu Leu He Glu Glu 
115 120 125 

Leu Val Gin Leu Lys Lys 
130 
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<210> 6 
<211> 1186 
<212> DNA 

<213> Brassica campestris 

<220> 

<221> CDS 

<222> (20) . . (1051) 

<400> 6 

ttcaactttt ctaaaccaa atg get tta aca cag ate caa ate ttt etc att 52 

Met Ala Leu Thr Gin lie Gin lie Phe Leu lie 
15 10 

gtc tct eta gtc tea tea ttc agt tta teg ate act ctt tct cgt cca 100 
Val Ser Leu Val Ser Ser Phe Ser. Leu Ser lie Thr Leu Ser Arg Pro 
15 20 25 

tta etc gat gaa gtc gee atg caa aag aga cat gee gag tgg atg acc 148 
Leu Leu Asp Glu Val Ala Met Gin Lys Arg His Ala Glu Trp Met Thr 
30 35 40 

gaa cac ggc cgt gtt tac gca gat gcg aac gag aaa aac aac cgc tac 196 
Glu His Gly Arg Val Tyr Ala Asp Ala Asn Glu Lys Asn Asn Arg Tyr 
45 50 55 

get gtt ttc aaa cgc aac gtg gaa cgc att gaa cgc tta aat gac gtt 244 
Ala Val Phe Lys Arg Asn Val Glu Arg lie Glu Arg Leu Asn Asp Val 
60 65 70 75 

caa tec gga eta acg ttt aaa etc gcg gtg aac cag ttt get gat eta 292 
Gin Ser Gly Leu Thr Phe Lys Leu Ala Val Asn Gin Phe Ala Asp Leu 
80 85 90 

acc aac gaa gaa ttc cgt tct atg tac act ggt ttc aaa gga aac tct 340 
Thr Asn Glu Glu Phe Arg Ser Met Tyr Thr Gly Phe Lys Gly Asn Ser 
95 100 105 

gtg ttg tct agt cga act aaa cca acg teg ttt agg tac caa aac gtt 388 
Val Leu Ser Ser Arg Thr Lys Pro Thr Ser Phe Arg Tyr Gin Asn Val 
110 115 120 

tct tct gat gcg ttg ccg gtt tct gtt gat tgg agg aag aaa gga get 43 6 
Ser Ser Asp Ala Leu Pro Val Ser Val Asp Trp Arg Lys Lys Gly Ala 
125 130 135 

gtg act cct ate aag gat caa ggc tta tgc gga tct tgt tgg gcg ttt 484 
Val Thr Pro lie Lys Asp Gin Gly Leu Cys Gly Ser Cys Trp Ala Phe 
140 145 150 155 

tea get gtt gcg get ata gaa gga gta gca cag ata aag aaa ggg aaa 532 
Ser Ala Val Ala Ala He Glu Gly Val Ala Gin He Lys Lys Gly Lys 
160 165 170 

etc att tct ttg tct gaa caa gag ctt gtc gac tgc gac aca aac gat 580 
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Leu lie Ser Leu Ser Glu Gin Glu Leu Val Asp Cys Asp Thr Asn Asp 
175 180 185 



gat ggc tgc atg ggc ggt tac atg aat agt gcg ttt aac tac aca atg 62 8 
Asp Gly Cys Met Gly Gly Tyr Met Asn Ser Ala Phe Asn Tyr Thr Met 
190 195 200 

act act ggc ggc tta acc tct gaa tea aat tat cct tat aaa age aca 676 
Thr Thr Gly Gly Leu Thr Ser Glu Ser Asn Tyr Pro Tyr Lys Ser Thr 
205 210 215 

gac ggc act tgc aac ttc aat aaa act aaa cag ata gca act tct ate 724 
Asp Gly Thr Cys Asn Phe Asn Lys Thr Lys Gin lie Ala Thr Ser lie 
220 225 230 235 

aaa ggt ttt gag gat gtc ccg get aac gat gag aaa gee eta atg aag 772 
Lys Gly Phe Glu Asp Val Pro Ala Asn Asp Glu Lys Ala Leu Met Lys 
240 245 250 

gca gtg gca cac cac ccg gtt age att gga ata gcg gga gga gat att 82 0 
Ala Val Ala His His Pro Val Ser lie Gly lie Ala Gly Gly Asp lie 
255 260 265 

ggt ttc caa ttc tat teg tec ggt gtg ttc age gga gaa tgc aca act 868 
Gly Phe Gin Phe Tyr Ser Ser Gly Val Phe Ser Gly Glu Cys Thr Thr 
270 275 280 

cat ctt gat cac ggg gta act gcg gtt gga tac ggc cga tct aaa aac 916 
His Leu Asp His Gly Val Thr Ala Val Gly Tyr Gly Arg Ser Lys Asn 
285 290 295 

gga tta aag tac tgg ate etc aag aat tea tgg gga cca aaa tgg gga 964 
Gly Leu Lys Tyr Trp lie Leu Lys Asn Ser Trp Gly Pro Lys Trp Gly 
300 305 310 315 

gaa cgt gga tac atg agg ate aaa aaa gat ate aag cct aaa cac gga 1012 
Glu Arg Gly Tyr Met Arg lie Lys Lys Asp lie Lys Pro Lys His Gly 
320 325 330 

caa tgt ggt ctt gec atg aat get teg tac cca act atg tgaaaaaatc 1061 
Gin Cys Gly Leu Ala Met Asn Ala Ser Tyr Pro Thr Met 
335 340 

ggttcaatat ccggttaagc tttagaataa atgtgtgtgt tggttataat ttaagactct 1121 

gttgcatgta atttgtgaaa tggtaagttt atgtgatgca aaagatttga taaaaaaaaa 1181 

aaaaa 1186 



<210> 7 
<211> 344 
<212> PRT 

<213> Brassica campestris 
<400> 7 

Met Ala Leu Thr Gin He Gin He Phe Leu He Val Ser Leu Val Ser 
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Ser Phe Ser Leu Ser lie Thr Leu Ser Arg Pro Leu Leu Asp Glu Val 
20 25 30 



Ala Met Gin Lys Arg His Ala Glu Trp Met Thr Glu His Gly Arg Val 
35 40 45 

Tyr Ala Asp Ala Asn Glu Lys Asn Asn Arg Tyr Ala Val Phe Lys Arg 
50 55 60 

Asn Val Glu Arg lie Glu Arg Leu Asn Asp Val Gin Ser Gly Leu Thr 
65 70 75 80 

Phe Lys Leu Ala Val Asn Gin Phe Ala Asp Leu Thr Asn Glu Glu Phe 
85 90 95 

Arg Ser Met Tyr Thr Gly Phe Lys Gly Asn Ser Val Leu Ser Ser Arg 
100 105 110 

Thr Lys Pro Thr Ser Phe Arg Tyr Gin Asn Val Ser Ser Asp Ala Leu 
115 120 125 

Pro Val Ser Val Asp Trp Arg Lys Lys Gly Ala Val Thr Pro lie Lys 
130 135 140 

Asp Gin Gly Leu Cys Gly Ser Cys Trp Ala Phe Ser Ala Val Ala Ala 
145 150 155 160 

lie Glu Gly Val Ala Gin lie Lys Lys Gly Lys Leu lie Ser Leu Ser 
165 170 175 

Glu Gin Glu Leu Val Asp Cys Asp Thr Asn Asp Asp Gly Cys Met Gly 
180 185 190 

Gly Tyr Met Asn Ser Ala Phe Asn Tyr Thr Met Thr Thr Gly Gly Leu 
195 200 205 

Thr Ser Glu Ser Asn Tyr Pro Tyr Lys Ser Thr Asp Gly Thr Cys Asn 
210 215 220 

Phe Asn Lys Thr Lys Gin lie Ala Thr Ser lie Lys Gly Phe Glu Asp 
225 230 235 240 

Val Pro Ala Asn Asp Glu Lys Ala Leu Met Lys Ala Val Ala His His 
245 250 255 

Pro Val Ser He Gly He Ala Gly Gly Asp He Gly Phe Gin Phe Tyr 
260 265 270 

Ser Ser Gly Val Phe Ser Gly Glu Cys Thr Thr His Leu Asp His Gly 
275 280 285 

Val Thr Ala Val Gly Tyr Gly Arg Ser Lys Asn Gly Leu Lys Tyr Trp 
290 295 300 

He Leu Lys Asn Ser Trp Gly Pro Lys Trp Gly Glu Arg Gly Tyr Met 
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305 310 315 320 

Arg lie Lys Lys Asp lie Lys Pro Lys His Gly Gin Cys Gly Leu Ala 
325 330 335 

Met Asn Ala Ser Tyr Pro Thr Met 
340 



<210> 8 
<211> 774 
<212> DNA 

<213> Lycopersicon esculentum 

<220> 

<221> CDS 

<222> (214) . . (501) 

<400> 8 

tttttttgag caaagggcaa ctcagatatc caaagatgaa tccaacatat agcttacagc 60 

tgggagaaca ttgtctaact cttctgaaat ttaaatgtta tccagaatcc ttcatcataa 120 

aataatatca aaatgcaaat ctattttttc tactcttgtc tagcttcaac tttcttcttc 180 

tgctcatcaa ttagcaatta atccaaaacc att atg get gec aaa aat tea gag 234 

Met Ala Ala Lys Asn Ser Glu 
1 5 

atg aag ttt get ate ttc ttc gtt gtt ctt ttg acg ace act tta gtt 282 
Met Lys Phe Ala lie Phe Phe Val Val Leu Leu Thr Thr Thr Leu Val 
10 15 20 

gat atg tct gga att teg aaa atg caa gtg atg get ctt cga gac ata 330 
Asp Met Ser Gly lie Ser Lys Met Gin Val Met Ala Leu Arg Asp lie 
25 30 35 

ccc cca caa gaa aca ttg ctg aaa atg aag eta ctt ccc aca aat att 378 
Pro Pro Gin Glu Thr Leu Leu Lys Met Lys Leu Leu Pro Thr Asn lie 
40 45 50 55 

ttg gga ctt tgt aac gaa cct tgc age tea aac tct gat tgc ate gga 426 
Leu Gly Leu Cys Asn Glu Pro Cys Ser Ser Asn Ser Asp Cys lie Gly 
60 65 70 

att acc ctt tgc caa ttt tgt aag gag aag acg gac cag tat ggt tta 474 
lie Thr Leu Cys Gin Phe Cys Lys Glu Lys Thr Asp Gin Tyr Gly Leu 
75 80 85 

aca tac cgt aca tgc aac ctg ttg cct tgaacaatat caatgatcta 521 
Thr Tyr Arg Thr Cys Asn Leu Leu Pro 
90 95 

tcgatcgatc tatctatcta tttatctgtc tetgegegta tagtgttgtc tgtacctttg 581 

gtgtgaagaa tatgaataaa gggatacata tatctagata tattctaggt aatgtcctat 641 
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tgtatttaaa atttgtagca atgattgttt gaataaaaac ataccatgag tgaaataatt 701 
attccacatt aattcacgta tttatttcac ttatgatacg tatttttgtt cctttcgcgt 761 
aaaaaaaaaa aaa 774 



<210> 9 
<211> 526 
<212> DNA 

<213> Lycopersicon esculentum 

<220> 

<221> CDS 

<222> (34) . . (321) 

<400> 9 

tgctcatcaa ttagcaatta atccaaaacc att atg get gec aaa aat tea gag 54 

Met Ala Ala Lys Asn Ser Glu 
1 5 

atg aag ttt get ate ttc ttc gtt gtt ctt ttg acg ace act tta gtt 102 
Met Lys Phe Ala lie Phe Phe Val Val Leu Leu Thr Thr Thr Leu Val 
10 15 20 

gat atg tct gga att teg aaa atg caa gtg atg get ctt cga gac ata 150 
Asp Met Ser Gly lie Ser Lys Met Gin Val Met Ala Leu Arg Asp lie 
25 30 35 

ccc cca caa gaa aca ttg ctg aaa atg aag eta ctt ccc aca aat att 198 
Pro Pro Gin Glu Thr Leu Leu Lys Met Lys Leu Leu Pro Thr Asn lie 
40 45 50 55 

ttg gga ctt tgt aac gaa cct tgc age tea aac tct gat tgc ate gga 246 
Leu Gly Leu Cys Asn Glu Pro Cys Ser Ser Asn Ser Asp Cys lie Gly 
60 65 70 

att acc ctt tgc caa ttt tgt aag gag aag acg gac cag tat ggt tta 2 94 
lie Thr Leu Cys Gin Phe Cys Lys Glu Lys Thr Asp Gin Tyr Gly Leu 
75 80 85 

aca tac cgt aca tgc aac ctg ttg cct tgaacaatat caatgatcta 341 
Thr Tyr Arg Thr Cys Asn Leu Leu Pro 
90 95 

tcgatcgatc tatctatcta tttatctgtc tetgegegta tagtgttgtc tgtacctttg 401 

gtgtgaagaa tatgaataaa gggatacata tatctagata tattctaggt aatgtcctat 461 

tgtatttaaa atttgtagca atgattgttt gaataaaaac ataccatgag tgaaataatt 521 

attcc 526 



<210> 10 
<211> 96 
<212> PRT 
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<213> Lycopersicon esculentum 



<400> 10 

Met Ala Ala Lys Asn 
1 5 

Leu Leu Thr Thr Thr 
20 

Val Met Ala Leu Arg 
35 

Lys Leu Leu Pro Thr 
50 

Ser Asn Ser Asp Cys 
65 

Lys Thr Asp Gin Tyr 
85 



Ser Glu Met Lys Phe Ala 
10 

Leu Val Asp Met Ser Gly 
25 

Asp lie Pro Pro Gin Glu 
40 

Asn lie Leu Gly Leu Cys 
55 

lie Gly lie Thr Leu Cys 
70 75 

Gly Leu Thr Tyr Arg Thr 
90 



He Phe Phe Val Val 
15 

He Ser Lys Met Gin 
30 

Thr Leu Leu Lys Met 
45 

Asn Glu Pro Cys Ser 
60 

Gin Phe Cys Lys Glu 
80 

Cys Asn Leu Leu Pro 
95 



<210> 11 
<211> 14 
<212> PRT 

<213> Lycopersicon esculentum 
<400> 11 

Val Met Ala Leu Arg Asp He Pro Pro Gin Glu Thr Leu Leu 
15 10 



<210> 12 
<211> 18 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Protease 
inhibitor PAlb peptide sequence 

<400> 12 

Val Cys Ser Pro Phe Asp He Pro Pro Cys Gly Ser Pro Leu Cys Arg 
15 10 15 

Cys He 



<210> 13 
<211> 13 
<212> PRT 
<213> Pisum sp. 

<400> 13 

Val Cys Thr Lys Ser He Pro Pro Gin Cys Arg Cys Asn 
15 10 



15 



<210> 14 
<211> 13 
<212> PRT 

<213> Phaseolus limensis 
<400> 14 

Leu Cys Thr Lys Ser lie Pro Pro Gin Cys Arg Cys Thr 
15 10 



<210> 15 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Leu Gly Ala lie Pro Met Ser lie Pro Pro Glu Val 
15 10 



<210> 16 
<211> 18 
<212> PRT 

<213> Lycopersicon esculentum 
<400> 16 

Thr Asn lie Leu Gly Leu Cys Asn Glu Pro Cys Ser Ser Asn Ser Asp 
1 5 10 15 

Cys lie 



<210> 17 
<211> 18 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Protease 
inhibitor PAlb peptide sequence 

<400> 17 

Gly Ser Pro Leu Cys Arg Cys lie Pro Ala Gly Leu Val lie Gly Asn 
1 5 10 15 

Cys Arg 



<210> 18 
<211> 17 
<212> PRT 

<213> Hordeum vulgare 
<400> 18 

Thr Asn Leu Leu Gly Asn Cys Arg Phe Tyr Leu Val Gin Gin Thr Cys 
15 10 15 
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Ala 



<210> 19 

<211> 16 

<212> PRT 

<213> Triticum sp. 

<400> 19 

Val Ser Ala Leu Thr Gly Cys Arg Ala Met Val Lys Leu Gin Cys Val 
15 10 15 



<210> 20 

<211> 16 

<212> PRT 

<213> Triticum sp . 

<400> 20 

Val Pro Ala Leu Pro Ala Cys Arg Pro Leu Leu Arg Leu Gin Cys Asn 
15 10 15 



<210> 21 
<211> 20 
<212> PRT 

<213> Panicum miliaceum 
<400> 21 

Asn Asn Pro Leu Asp Ser Cys Arg Trp Tyr Val Ser Ala Thr Lys Arg 
15 10 15 



Thr Ala Cys Gly 
20 



<210> 22 
<211> 18 
<212> PRT 

<213> Ricinus communis 
<400> 22 

Gin Gin Asn Leu Arg Gin Cys Gin Glu Tyr lie Lys Gin Gin Val Ser 
15 10 15 

Gly Gin 



<210> 23 

<211> 18 

<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Napin small 
subunit peptide sequence 
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<400> 23 

Ala Gin Asn Leu Arg Ala Cys Gin Gin Trp Leu Asn Lys Gin Ala Met 
15 10 15 

Gin Ser 



<210> 24 

<211> 4656 

<212> DNA 

<213> Lycopersicon esculentum 

<220> 
<221> CDS 

<222> (1379) . . (1444) 

<220> 
<221> CDS 

<222> (2159) . . (2380) 
<400> 24 



ctcgagccct 


ttaaaaagta 


tagtcaatat 


ttacggtgac 


cgtgaatttc 


ttaattatga 


60 


tatataattt 


aaaagaaatc 


atgatcacat 


tctactgatg 


agaacatgtg 


ctaatcaagg 


120 


gaaaacatgg 


atgtgaaaaa 


tactttttgt 


taaaagtaaa 


aaaaaatgtg 


aaattttgtt 


180 


agttatttac 


tacctataca 


ttatttgagc 


atgtgcaaac 


tttacaaata 


cctaatagaa 


240 


gattttcacc 


tgcctgtata 


tatgtaaatt 


aattataatg 


aacactctca 


cataaaataa 


300 


ttatcagtat 


atacattaat 


acttgccctc 


cacaatgaat 


taaataaaat 


gtagaacatg 


360 


atctacactt 


caataaaact 


aagaccataa 


agaataattt 


caaaatatac 


acatgtcaac 


420 


aataaattat 


ttgcatatta 


tattaactta 


ctaaacaatc 


tttacttttg 


aaatataaaa 


480 


ataatcaagt 


tataagtctg 


ctcaaagtaa 


agcacttgtt 


agactcatct 


gattttgaga 


540 


aggtaagcaa 


attgatggtg 


cataatagtc 


acaagtaaaa 


tataaaatag 


atttcattag 


600 


taaaattgtt 


ttttactttc 


tttatatata 


attatcaata 


tccttcaatg 


gtaggttaat 


660 


tatattgtta 


acttcttgtt 


gaattaaagc 


aataagacaa 


gaatattaaa 


gataaaagaa 


720 


caataaaaat 


agaaagacta 


agagataaga 


gttttcttat 


tcttctttca 


ataagtatca 


780 


tcaagtgtat 


acaatataaa 


tttttgtatt 


tttgatctat 


ctatttataa 


tgttatatat 


840 


aagcatacaa 


aagatcagtc 


ataaatatga 


ctttaatcat 


gaaaataatg 


aaagagatta 


900 


tgaaggcgta 


aggttactag 


aataatagtc 


attaaaaaaa 


ggggttatct 


ttataattga 


960 


ataattgatg 


aagtaatgga 


gataattagt 


gagcataaat 


ttttttaaaa 


aaatggacat 


1021 


ttacactata 


atattttata 


acactttccc 


ttaaacatct 


aggtataaat 


aatgagtctt 


1081 
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gtcaaaatct tagtaggaaa aattctgtga aattttttta gtgaaaacaa atgatataaa 1140 

tatcttgaat actcattatt tgttgtctca ttaaaaatct tatctgacct ataaaataaa 1200 

ttatttgctc aactcaaaat agtttttcat tctaaaatta gtataattat tagtgaatat 1260 

ttaattaaca taattgtata ctaaggggcc tataaattgg attcttctca aagaaaaata 1320 

aaatcaccac acaactttct tcttctgctc atcaattagc aattaatcca aaaccatt 1378 

atg get gec aaa aat tea gag atg aag ttt get ate ttc ttc gtt gtt 1426 
Met Ala Ala Lys Asn Ser Glu Met Lys Phe Ala lie Phe Phe Val Val 
15 10 15 

ctt ttg acg ace act tta ggttcacaac acttctccct tattttgttt 1474 
Leu Leu Thr Thr Thr Leu 
20 

tcttaatttc ttggaagtca tatgcatgtg tttggtatca tggtatatat ataaaggaaa 1534 

atatttttct taattactgg ttttctaatg tttggtaggt aatcggaaat tattatgaga 1594 

taatgaactt gcaaagtcat tattatataa cttttttttt atactttgat ttaagaattc 1654 

atttttctca ttttatataa acttattttt caacagaaaa tatttttcga actattcaaa 1714 

cacaccctaa gacattacat atatatatat atacaccctc cgttttatat tacttaatgc 1774 

ctattgagtt ggcccaccct ttaagaatga ttcaattaga gatatgtttt actaaattaa 1834 

ectatgettt aagactctaa atttggctat tactatttta cgttgtaatt taatgacaaa 1894 

catttcataa tgactatagt ctgaacttaa ttagacagac gtatctatag tttgettact 1954 

aatgattcat agctatatat ttggagagga gagagacaaa cgatattaag aaagggagga 2014 

gagaggegag gtaaatctga aatagagaag agaaaggcaa ccaattttga tcatctatca 2074 

tacttttgat tattattttt attatatgta cgtttacatt acagttttcg aattcttaca 2134 

ttaatcttaa tcataatata taca gtt gat atg tct gga att teg aaa atg 2185 

Val Asp Met Ser Gly lie Ser Lys Met 
25 30 

caa gtg atg get ctt cga gac ata ccc cca caa gaa aca ttg ctg aaa 2233 
Gin Val Met Ala Leu Arg Asp lie Pro Pro Gin Glu Thr Leu Leu Lys 
35 40 45 

atg aag eta ctt ccc aca aat att ttg gga ctt tgt aac gaa cct tgc 2281 
Met Lys Leu Leu Pro Thr Asn lie Leu Gly Leu Cys Asn Glu Pro Cys 
50 55 60 

age tea aac tct gat tgc ate gga att acc ctt tgc caa ttt tgt aag 2329 
Ser Ser Asn Ser Asp Cys lie Gly lie Thr Leu Cys Gin Phe Cys Lys 
65 70 75 
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gag aag acg gac cag tat ggt tta aca tac cgt aca tgc aac ctg ttg 2377 
Glu Lys Thr Asp Gin Tyr Gly Leu Thr Tyr Arg Thr Cys Asn Leu Leu 
80 85 90 95 

cct tgaacaatat caatgatcta tcgatcgatc tatctatcta tttatctgtc 2430 
Pro 



tctgcgcgta 


tagtgttgtc 


tgtacctttg 


gtgtgaagaa 


tatgaataaa 


gggatacata 


2490 


tatctagata 


tattctaggt 


aatgtcctat 


tgtatttaaa 


atttgtagca 


atgattgttt 


2550 


gaataaaaac 


ataccatgag 


tgaaataatt 


attccacatt 


aattcacgta 


tttatttcac 


2610 


ttatgatacg 


tatttttgtt 


cctttcgcgt 


agatttttga 


tccttttccc 


ttttgaatat 


2670 


taaacattaa 


acacaaataa 


tgtttattaa 


attaagttaa 


tatttttatt 


tagctattta 


2730 


tatttttatt 


tgaaatcaaa 


cttgataaat 


atttataaag 


ataattaaca 


agtaatgtga 


2790 


cactaacacc 


atgtaatatt 


atcttgtcgt 


tatttatgat 


aatattttaa 


aattataatt 


2850 


tcagttaaaa 


aattattaaa 


aaaacatact 


tttaaaaagt 


gagttagcct 


ccgctaccca 


2910 


catacttatg 


aattggacta 


gttgtttttt 


gacccacaaa 


aagaatgggc 


taattaaacc 


2 970 


tgacctatca 


aatttcagaa 


tctgcataga 


ttagtccgaa 


cgaaatgagt 


cagcccgtat 


3030 


tgaacaaaat 


atcaacaagg 


acgttatgta 


aagatgttta 


agaaggaaaa 


aagatttcta 


3090 


atacatatgg 


actttcaata 


tcccaacttt 


gtctggcgat 


ctgaaccctg 


cttagtttgt 


3150 


tgatcattaa 


cttgtcttgc 


tatgtattta 


agatttaaac 


tttatatgtt 


taaacttaca 


3210 


gaaaatacat 


ataaatctct 


caagacttgg 


caacataatt 


tactttagta 


cttaaactac 


3270 


atgaaaattt 


aaatatcctt 


ttaacatctt 


tgaagtgaat 


taaattatca 


caatccgagc 


3330 


ctacaccttg 


gacgtggccg 


gcactcaaga 


accagtgctg 


gtccccaagc 


taaccctcat 


33 90 


cctgactgac 


tacaagcgga 


aggctaactt 


aagtatacaa 


aagcttaaaa 


ctgaataaaa 


3450 


taaactttac 


aaggttttaa 


cacaaatgaa 


caactttgaa 


gaaaataata 


tattcaacta 


3510 


gccataaaat 


agacaacttt 


agtctttaaa 


acatttaata 


aaataaatgc 


aaaatataga 


3570 


ctccttaact 


aaactgacta 


tctatggagc 


ctctaattga 


taaagatgga 


agtcgggaca 


3630 


agaccacgac 


atcctgacta 


aactgagaag 


taaataaaat 


cccccggaaa 


aaaaggagcc 


3690 


tcaccatggc 


taactcgaac 


tcggggatat 


atcaatgaag 


ctcctgttga 


tgatcttgaa 


3750 


gacatgtctc 


tgcatcatca 


aaaagatgca 


ggccaaatgg 


ctcagtacgt 


aaaatgtacg 


3810 


agtatgtaag 


ggaaattcta 


aagtataaca 


taagcttgat 


acttgaataa 


aaggaaacat 


3870 


acttacctct 


tttcaactca 


actcaaatta 


agaataagat 


actcaactca 


aagattaggt 


3930 



20 



attcaacgca aatatggcac tctactcaat gaagtacaaa ttaactcagg atactcgact 3990 

taagatactc aactcccgac actcaactga actcatttca atataaagca gcttaaaaca 4050 

agttcagtat aaagtaaagt tgtttaaaaa catgatgtca actctgtgtg tataataagg 4110 

gatacaacat aactttgaaa tgtatataaa aatacaatta actgatgtat ataaaaatac 4170 

attaatctat gggagattct ctaaccgaca accatcactt aagggctaag atgatgatat 4230 

agcgatctac cgcacgctgc catcgcatct tatacccggc caaaggtata agacctgaac 42 90 

tgcctaatga atccactaat aaactgttaa aaggaatcat ctaaaaagta tgaccctttt 4350 

ctacccatag tggctaacat ggtttatggg ggctgtgagt tatctgaact ctcccccata 4410 

tcggtgctca atactactcc aaaaaatata ctgctcttat gtttaaaaac atactgattc 4470 

tgtggtttga aattattgct taaagcttag atttttgaaa agctctcttt tgaaaatcgt 453 0 

agtttccttt ttcttctatt aaagctagac ataggctatg tagaactcta gcttaccttc 4590 

cttctcaaaa gtttgaaaac atttgcttag attcttaggg actacttagt tcccttgttg 4650 

gaattc 4656 



<210> 25 
<211> 96 
<212> PRT 

<213> Lycopersicon esculentum 
<400> 25 

Met Ala Ala Lys Asn Ser Glu Met Lys Phe Ala lie Phe Phe Val Val 
15 10 15 

Leu Leu Thr Thr Thr Leu Val Asp Met Ser Gly lie Ser Lys Met Gin 
20 25 30 

Val Met Ala Leu Arg Asp lie Pro Pro Gin Glu Thr Leu Leu Lys Met 
35 40 45 

Lys Leu Leu Pro Thr Asn lie Leu Gly Leu Cys Asn Glu Pro Cys Ser 
50 55 60 

Ser Asn Ser Asp Cys lie Gly lie Thr Leu Cys Gin Phe Cys Lys Glu 
65 70 75 80 

Lys Thr Asp Gin Tyr Gly Leu Thr Tyr Arg Thr Cys Asn Leu Leu Pro 
85 90 95 



<210> 26 

<211> 2207 

<212> DNA 

<213> Lycopersicon esculentum 
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<400> 26 

aagcttctta aaaaggcaaa ttgattaatt tgaagtcaaa ataattaatt ataacagtgg 60 
taaagcacct taagaaacca tagtttgaaa ggttaccaat gcgctatata ttaatcaact 120 
tgataatata aaaaaaattt caattcgaaa agggcctaaa atattctcaa agtattcgaa 180 
atggtacaaa actaccatcc gtccacctat tgactccaaa ataaaattat tatccacctt 240 
tgagtttaaa attgactact tatataacaa ttctaaattt aaactatttt aatactttta 300 
aaaatacatg gcgttcaaat atttaatata atttaattta tgaatatcat ttataaacca 360 
accaactacc aactcattaa tcattaaatc ccacccaaat tctactatca aaattgtcct 420 
aaacactact aaaacaagac gaaattgttc gagtccgaat cgaagcacca atctaattta 480 
ggttgagccg catatttagg aggacacttt caatagtatt tttttcaagc atgaatttga 540 
aatttaagat taatggtaaa gaagtagtac atcccgaatt aattcatgcc ttttttaaat 600 
ataattatat aaatatttat gatttgtttt aaatattaaa acttgaatat attatttttt 660 
taaaaattat ctattaagta ccatcacata attgagacga aggaataatt aagatgaaca 720 
tagtgtttaa ttagtaatgg atgggtagta aatttattta taaattatat caataagtta 780 
aattataaca aatatttgag cgccatgtat tttaaaaaat attaaatagt ttgaatttaa 840 
aaccgttaga taaatggtca attttgaacc caaaagtgga tgagaagggt attttagagc 900 
caataggggg atgagaagga tattttgaag ccaatatgtg atggatgaag gataattttg 960 
tatcatttct aatactttaa agatatttta ggtcattttc ccttctttag tttatagact 1020 
atagtgttag ttcatcgaat atcatctatt atttccgtct taaattattt tttattttat 1080 
aaatttttta aaaataaatt attttttcca tttaactttg attgtaatta atttttaaaa 1140 
attaccaaca tataaataaa attaatattt aacaaagaat tgtaacataa tattttttta 1200 
attattcaaa ataaatattt ttaaacatca tataaaagaa atacgacaaa aaaattgaga 1260 
cgggagaaga caagccagac aaaaatgtcc aagaaactct ttcgtctaaa tatctctcat 132 0 
ccaaactaat ataataccca ttataattaa ccatattgac caactcaaac cccttaaaat 1380 
ctataaatag acaaaccctt cccatacctc ttatcataaa aaaaataata atctttttca 1440 
atagacaagt ttaaaaacca taccatataa caatatatca tggttatcca aaggaatagt 1500 
attctccttc tcattattat ttttgcttca tcaatttcaa cttgtagaag caatgttatt 1560 
gatgacaatt tattcaaaca agtttatgat aatattcttg aacaagaatt tgctcatgat 1620 
tttcaagctt atctttctta tttgagcaaa aatattgaaa gcaacaataa tattgacaag 1680 
gttgataaaa atgggattaa agtgattaat gtacttagct ttggagctaa gggtgatgga 174 0 
aaaacatatg ataatattgt aagtatttaa atattggaat atatttgtgg ggatgaaaat 1800 
gatagagaat ataagaatta tttggaagga tgaaaagtta tattttataa agtagaaaat 1860 
tattttctcg tttttagtaa ttaaaggtga aaaatgagtt ttctcgtaag cgaggaaagt 1920 
cattttccat ggaactgtat ttttttttta cttttaataa cgtcatagta tttgctatac 1980 
tcaagaataa gacactatta ttgatgttta gtgctcgaaa agaaattgat agtaattttg 2040 
ctaatataac tatcaatttc ttatatgtat atttttcaac caaaataaca aagcgtaatc 2100 
caataagtgg gcctctagaa taaagagtaa gttctattaa ttcttaacct tatttaattt 2160 
tatggaaacc tcgacaaaac gacaatgctc aacttatatt cgaattc 2207 



<210> 27 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 27 

gatgttttgt atgtgggccc ctaggagatc 30 



<210> 28 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 28 

gatgtcttga gccttgtcct catccacatt gataccaaac tcctcctc 48 



<210> 29 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 29 

Glu Glu Glu Phe Gly lie Asn Val Asp Glu Asp Lys Ala Gin Asp lie 
15 10 15 



<210> 30 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide linker sequence 

<400> 30 

ggaattcgtc gacagatctc tgcagctcga gggatccaag ctt 43 



<210> 31 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 31 

gcttgttcgc catggatatc ttctgtatgt tc 32 



<210> 32 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 
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• 



<400> 32 

actttctcaa ctgtctctgg tttagcagc 



<210> 33 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 33 

Ala Ala Lys Pro Glu Thr Val Glu Lys Val 
15 10 



<210> 34 
<211> 39 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 34 

cttaagaagt aacccgggct gcagttttag tattaagag 



<210> 35 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide polylinker sequence 

<400> 35 

agctcggtac cgaattcgag ctcggtac 
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